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France Vaccins is a large R&D iniDaDve aiming at boosDng the vaccine development capacity of French 
public insDtutes and hospitals. By bridging the gap between preclinical research and clinical validaDon, 
it delivers decisive support to operaDonal response capabiliDes in the perspecDve of emerging 
infecDous disease outbreaks. This translaDon from TRL 4 to 7 is generally considered as a high-risk 
phase which might require major organizaDonal, operaDonal, and cultural changes, in addiDon to novel 
collaboraDve frames with Industry.  
Vaccine development is undergoing a paradigm shiS, driven by advances in vaccinomics, precision 
medicine, and computaDonal sciences. These innovaDons offer unprecedented opportuniDes to tailor 
vaccines to specific populaDons, enhance immunogenicity, and accelerate the development pipeline. 
We will discuss how the Target Product Profile (TPP) approach, a strategic framework defining the 
desired characterisDcs of a vaccine candidate, can be significantly enriched by integraDng these cuWng-
edge disciplines.  
The next-generaDon of vaccines should not only be effecDve and safe but also tailored to the needs of 
global populaDons, including most vulnerable populaDons such as older adults or those affected by 
chronic and immune compromising medical condiDons which have borne a disproporDonate burden 
of morbidity and mortality during outbreak. Characterizing vaccine responses in such populaDons 
presents unique challenges due to under-vaccinaDon, sub-opDmal vaccine responses, and disDnct 
mechanisms of vaccine-induced protecDon. MulD-disciplinary strategies and internaDonal 
collaboraDons would be instrumental for innovaDve biomarkers, bioassays, and combinaDon regimen 
in this field.  
 


